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Amount of IL-10 detected in the supernatant of TMDS8 cells treated with lonca, ibrutinib or combination of lonca with ibrutinib for 5 days. Data
Representative western blot showing expression of cleaved PARP, yH2AX, p65, p-p65, p-Ikba and a-tubulin in TMDS cells treated with lonca, represent mean+ S.E.M. of four independent experiments (*p < 0.05, ****p < 0.0001 calculated by ANOVA using the uncorrected Fisher's
ibrutinib or combination of lonca with ibrutinib for 24 and 72 hours. Ctrl, control (untreated TMDR&). LSD multiple comparisons test with 95% confidence).




